
RADcamp Monterrey, 2026
Bioinformatics Lecture 1

Introduction to RAD-seq and the command terminal



Objectives of this workshop

1. Understand and describe the structure and format of RAD-seq data.

2. Assemble RAD-seq data sets using ipyrad to produce files for analyses.

3. Learn about evolutionary analyses using RAD-seq data.

4. Learn new bioinformatic skills: bash, linux, Python, jupyter. 








































































